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Aterosklerédza je hlavnou pricinou kardiovaskularnych ochoreni a vyznamne prispieva k celosvetovej umrtnosti. Stale rastu-
ci pocet dékazov naznacuje, ze ¢revny mikrobidom méze zohravat kli¢ovu Ulohu v patogenéze tohto ochorenia. Crevny
mikrobiém pozostava z biliénov mikroorganizmov, ktoré nielen podporuju travenie a metabolizmus, ale tiez ovplyviiuju
imunitnu odpoved hostitela. Zmeny v zloZeni ¢revného mikrobiému boli spojené s réznymi chronickymi ochoreniami,
vratane obezity, cukrovky a aterosklerdzy.

Tento ¢lanok poskytuje stru¢ny prehlad zloZenia ¢revného mikrobiému u pacientov s korondrnou chorobu srdca a sumarizuje
mozné zdkladné mechanizmy vplyvu na rozvoj aterosklerézy. Zlozenie ¢revného mikrobiému u pacientov s aterosklerézou
sa lisi od zdravych jedincov. Identifikacia a pochopenie tychto rozdielov poskytuje nové moznosti pre diagnostiku a lie¢bu
aterosklerozy.

Klucové slova: aterosklerdza, ¢revny mikrobidom, mikrobioldgia, koronarna choroba srdca, progresia aterosklerézy.

Microbiome and atherosclerosis

Atherosclerosis is a major cause of cardiovascular diseases and significantly contributes to global mortality. An increasing body
of evidence suggests that the gut microbiome may play a key role in the pathogenesis of this disease. The gut microbiome
consists of trillions of microorganisms that not only support digestion and metabolism but also influence the host’s immune
response. Alterations in the composition of the gut microbiome have been associated with various chronic diseases, including
obesity, diabetes, and atherosclerosis.

This article provides a brief overview of the gut microbiome composition in patients with coronary artery disease and sum-
marizes the potential underlying mechanisms influencing the development of atherosclerosis. The composition of the gut
microbiome in patients with atherosclerosis differs from that in healthy individuals. Identifying and understanding these
differences offers new opportunities for the diagnosis and treatment of atherosclerosis.
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Aterosklerdza (AS) je komplexné ochorenie, ktoré vedie k tvorbe pla-  pohybovej aktivity, ako aj chronicky zépal (1).

tov v stendch artérif a je hlavnou pri¢inou kardiovaskuldrnych ochorent. V poslednych rokoch sa ¢oraz viac pozornosti venuje Ulohe ¢revné-

Medzi zndme modifikovatelné rizikové faktory AS patri dyslipidémia,  ho mikrobiomu (CM) pri vyvoji a progresii aterosklerézy. Tento prehla-
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